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DES IGN  GU IDE  

 
This PowerPoint 2007 template produces a 34” 
wide x 46” tall presentation poster. You can use it 
to create your research poster and save valuable 
time placing titles, subtitles, text, and graphics.  
 
We provide a series of online tutorials that will 
guide you through the poster design process and 
answer your poster production questions. To view 
our template tutorials, go online to 
PosterPresentations.com and click on HELP DESK. 
 
When you are ready to print your poster, go online 
to PosterPresentations.com 
 
Need assistance? Call us at 1.510.649.3001 
 

 

QU ICK  START 
 

Zoom in and out 
As you work on your poster zoom in and out to 
the level that is more comfortable to you. 
Go to VIEW > ZOOM. 

 
Title, Authors, and Affiliations 

Start designing your poster by adding the title, the names 
of the authors, and the affiliated institutions. You can type 
or paste text into the provided boxes. The template will 
automatically adjust the size of your text to fit the title 
box. You can manually override this feature and change 
the size of your text.  
 
TIP: The font size of your title should be bigger than your 
name(s) and institution name(s). 
 
 
 
 

 
 

Adding Logos / Seals 
Most often, logos are added on each side of the title. You 
can insert a logo by dragging and dropping it from your 
desktop, copy and paste or by going to INSERT > PICTURES. 
Logos taken from web sites are likely to be low quality 
when printed. Zoom it at 100% to see what the logo will 
look like on the final poster and make any necessary 
adjustments.   
 
TIP:  See if your school’s logo is available on our free 
poster templates page. 
 

Photographs / Graphics 
You can add images by dragging and dropping from your 
desktop, copy and paste, or by going to INSERT > 
PICTURES. Resize images proportionally by holding down 
the SHIFT key and dragging one of the corner handles. For 
a professional-looking poster, do not distort your images by 
enlarging them disproportionally. 
 

 
 
 
 
 
 
 
 
 
 

Image Quality Check 
Zoom in and look at your images at 100% magnification. If 
they look good they will print well. If they are blurry or 
pixelated, you will need to replace it with an image that is 
at a high-resolution. 
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QUICK  START ( con t . )  
 

How to change the template color theme 
You can easily change the color theme of your poster by 
going to the DESIGN menu, click on COLORS, and choose 
the color theme of your choice. You can also create your 
own color theme. 
 
 
 
 
 
 
 
 
 
You can also manually change the color of your background 
by going to VIEW > SLIDE MASTER.  After you finish working 
on the master be sure to go to VIEW > NORMAL to continue 
working on your poster. 
 

How to add Text 
The template comes with a number of 
pre-formatted placeholders for headers 
and text blocks. You can add more 
blocks by copying and pasting the 
existing ones or by adding a text box 
from the HOME menu.  

 
 Text size 

Adjust the size of your text based on how much content 
you have to present. The default template text offers a 
good starting point. Follow the conference requirements. 

 
How to add Tables 

To add a table from scratch go to the INSERT 
menu and click on TABLE. A drop-down box 
will help you select rows and columns.  
You can also copy and a paste a table from 
Word or another PowerPoint document. A 
pasted table may need to be re-formatted by 
RIGHT-CLICK > FORMAT SHAPE, TEXT BOX, 
Margins. 

 
Graphs / Charts 

You can simply copy and paste charts and graphs from 
Excel or Word. Some reformatting may be required 
depending on how the original document has been created. 
 

How to change the column configuration 
RIGHT-CLICK on the poster background and select LAYOUT 
to see the column options available for this template. The 
poster columns can also be customized on the Master. VIEW 
> MASTER. 

 
How to remove the info bars 

If you are working in PowerPoint for Windows and have 
finished your poster, save as PDF and the bars will not be 
included. You can also delete them by going to VIEW > 
MASTER. On the Mac adjust the Page-Setup to match the 
Page-Setup in PowerPoint before you create a PDF. You can 
also delete them from the Slide Master. 
 

Save your work 
Save your template as a PowerPoint document. For 
printing, save as PowerPoint of “Print-quality” PDF. 
 

Print your poster 
When you are ready to have your poster printed go online 
to PosterPresentations.com and click on the “Order Your 
Poster” button. Choose the poster type the best suits your 
needs and submit your order. If you submit a PowerPoint 
document you will be receiving a PDF proof for your 
approval prior to printing. If your order is placed and paid 
for before noon, Pacific, Monday through Friday, your order 
will ship out that same day. Next day, Second day, Third 
day, and Free Ground services are offered. Go to 
PosterPresentations.com for more information. 
 

Student discounts are available on our Facebook page. 
Go to PosterPresentations.com and click on the FB icon.  
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In recent years, the use of genomic information in plant and 
animal species for genetic improvement and related fields 
has become routine. In order to accommodate market 
requirements (i.e. genotyping cost), manufacturers of single 
nucleotide polymorphism (SNP) arrays, private companies 
and international consortia have developed a large number 
of arrays with different content and different SNP density. 
The number of currently available SNP arrays differs among 
species.  
There is a strong need to standardize and integrate array- 
specific (e.g. SNP IDs, allele coding) and species-specific 
(i.e. assemblies) SNP information. After the very positive 
response to SNPChiMp (bioinformatics.tecnoparco.org/
SNPchimp), where we store and provide tools for the 6 
major livestock species and more than 20 SNP arrays, we are 
now extending our family of tools to plant species. 
SNPGreen (bioinformatics.tecnoparco.org/SNPgreen) 
currently includes 3 SNP arrays for Rice and Maize.  

INTRODUCTION	  

SNPGreen,	  UP	  CLOSE	  

CHARACTERISTICS	  AND	  FUNCTIONALITY	  
SNPGreen is an open access web-tool that stores only 
original (e.g. coming directly from producers and consortia) 
and IP-free (e.g. publicly available) information. 
With SNPGreen, you’re only a few clicks away from:  

•  Updating your SNP map information to any 
available assembly; 

•  Getting a list of SNPs in common (or not) across 
any SNP arrays combination you want (useful for 
imputation) [Not currently available for any 
species in SNPGreen]; 

•  Have complete access to the "sender/ss" linked 
information contained in dbSNP (useful when 
working with sequence data);  

•  Obtain direct access to Illumina's Forward/Reverse 
or Top/Bot allele coding and to Affymetrix (AB to 
Forward) allele coding;  

•  Use the open-source tools for basic SNP 
management developed specifically to interact 
with SNPGreen outputs;  

•  Browse your genomic analyses results: explore 
your results directly, and annotate your desired 
genomic regions using Ensembl BioMart and Variant 
Effect Predictor [Not currently available for any 
species in SNPGreen]. 
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This tool allows researchers to easily "jump" between 
different SNP arrays and types of information in, currently, 
two plant species: Maize (2 chips currently available) and 
Rice (1 chip currently available). Following the experience 
of SNPchiMp, we plan to include more arrays, species (in 
collaboration with species consortia) and data (genome 
assemblies, etc..). 
 

 Feel free to contribute!  
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SNPGreen:	  	  
a	  database	  to	  navigate	  across	  plant	  SNP	  arrays	  

CONCLUSIONS	  

The two main menus are: 
A.   Download: for full array information. If you need to 

update your chip data, this is where you want to 
interrogate our database. 

B.   Browse: for a subset of SNPs. When the species is 
available in Ensembl, SNPgreen provides a direct link to 
annotate a group of SNPs (e.g. results of a GWAS) using 
Ensembl Biomart and Variant Effect Predictor tools. 

This platform allows easy integration and standardization, 
and it is aimed at both industry and research. It also 
enables users to easily link the information available from 
the array producer with data in public databases, without 
the need of additional bioinformatics tools or pipelines.  

Further developments integrating EnsemblGenomes 
information (e.g. updated assemblies, BioMart and VeP 
functionalities) are under study. 

Following the great response from the animal genetics 
community to SNPchiMp, we trust to enhance the 
awareness of plant scientists towards standardization of 
data, with the final objective of boosting the exchange of 
genomic data. 

Collaboration with species-specific consortia will be 
essential to obtain the best results possible. 


