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Abstract

Microbiota i the entire collection of microonganisms in a speciic ervdronment and microblome ks
all the genetic materdal within it. This i a complex systerm influenced by variations in it ecosystern
itsedf, iz soil and gut. Bosine manure is commanly used for the fertilization of agricultural solls and it
comprises the intestinal microbiota influenced both by feed and possible residues of drugs used for
therapy. The excessive 1me of antiblotics in animal hushandry and subsequent land application of
animal wastes may introduce masshe quantities of antimicroblal drugs (AMD) and resistant bacteria
into the soll ermdronment. A research project has been granted by the Ralian Minkstry of Schoal
Education, University and Research (PRIN 2omKASXFH) to evaluate the role of intensive animal
farming as potertial source of environmental antimicrobial contamination and resistance. To this aim
samples of manure and soll [before and 30 days after fertiization) were collected from intersive
dairy cow farms located in Veneto and Lombardia reglons, where intensive animal farming s
widespread. All samples were screened for detecting and quantifying the commonly used AMDs (Le.
beta-lactarmns, fluorequinalones, polymysdng and macrolides) by HPLC-MS methods. The microbiome
of the samples was determined by employing a culture independent approach based on
metagenomics and NOS-sequencing. All samples were negative for AMDS selected. The manure
mikroblome was homogenous amang the different farms and reglons, but wery different from the
sofl one. In manure a higher presence of Porphyromonadocese, Lachnospiracese, Casdridlaceas,
Peapdomanadocese  and  Ruminocoocacese  families was  observed, whereat in owill  the
Chitinophagiaceae family was the most represerted. After fertilization, the microblome composition
s mod modified in soll, however the absence of drugs concentration in manure may Feve had a role
in this process. The research project will be completed by assessing the prevalence and the diversity
of antimicroblal resistance genes to multiple artimicroblal classes by quantitative real time POR. This
I one of the first studles that evaluates the modifications in the micrablal communities of manure
and 5ol before and after fertlization. Thanks to the metagenomics arahysls, this research project
may elucidate the role of intensive animal farming In the diffusion of antimicroblal reslstance in the
erviranment.
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