Programmel&yAbstracts

12" International Conference on

Canine and Feline
Genetics and Genomies

]

HelsinkiIEinland



Contents

T

eleomne - Mestlé Purina PetCare COmpany .o, 3

Th
L
Do W T4 w3 N L 20 Lo TR T R TR

Conference

(yeneral Information: i nnniinanannsninannnumas

feremce




ICCFGG24

Welcome to the 12th International Conference on

Canine and Feline Genetics and Genomics

Helzinld is the capital and mo st populous city in Fnland, Itis located on the shere of
the Gulf of Fnland and serves as the seat of the Uusirnaa region in southern Finland.
Morethan 675,000 people live in the municipality, and 1.6 million in the mefT opolitan
area. Helsinld is a vibrant city and the countrys most significant center for polifics,
editcation, finance, calture, and research,

This International Conference has a radition of alternating between Burope and the
United States, and the Helsinld conferen cefollows the successful meeting in Huntsville,
Alabarna, US, in 2022, The conference has evidenced many brealthroughs and
milestones in the fields of canine and feline genetics, incuding the developrnent of
outstanding resources for genetic, genotnic, and functional genormics research coupled
with exciting studiesininherited diseases, cancer, b ehavioral and moerphological traits,
evolutionary biology, genome architecture and related areasin dogs and cats.

This time in Helsinlki, we have planned a full plate of fascinating presentations
based on 115 submitted absracts. We will skip the worlsshop dav - preceding the
official conference - to avoid overlapping presentafions and have spread the official
program over the 3,5 days, The Scentific Organizing Corumnittes has selected 40 for
oral presentations, with all other abstracts being presented at one of the three poster
sessions Additionally, fifteen posters from mostly young scientists will be highlighted
inposter flash talks,

We also have two inspiring kevnote spealters: Aarne Palotie, MD, PhD, isthe research
director of the Hurnan Genomics program at the Institute for Molecular Medicine
Finland (FI#d#) af the University of Helsinkd, Histesearch utilizes the unique Finnish
population and health care to improve our understanding of the genetic component
underlving cormmon diseases. Guillawme Bourque iz a Professor in the Diepartment
of Human Genetics at doGill University, and his research interests arein comparative
and functional genomicswith a particular emnphasis on applications of next-gener ation
sequencing technologies and i1 ansposable elan ents.

The social program indudes a Sunday night reception at the Little Hnland and, on
Thesday, June 11, a gala dinne at the Restaur ant Saaristo, located on the Klippan island
in front of South Harbour, Saaristo is one of Helsinkds most impo sing and traditional
Testaurants, and itincludes a short boat tTip to get there,

Again, we are ver v grateful to our main sponsor, Mestle Purina, who has supported and
madethis eventpossiblefor thelast 20 vears, My tearn and [loolk forward to wd coming
voui to Helsinkd and enjoying an exciting and collab orative scientific conference,

Enjoy the conference, and welcorme to Helsinld!

Best wishes,
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Cm behalf of Mestlé Purina PetCare Company, we are pleased to welcorne you to
Helsinki, Finland for the 12th nternational Conference on Canine and Feline Genetics
and Genomics. Mestlé Purina Pet Care Company ishonered to sponsor this prestigious
scientificgathering, continuing our fadifion of supperting advancements in pet health
since the conference’s inception, We fTust that this event will continue its Tadition of
excellence in sharing and promoting sclentific advancements that help dogs and cats
live longer and healthier lives.

We extend our grafitude to the sclenfific cornmittee for their dedication to maintaining
the conferencet high standards. Special thanks go to the local organizing cornmittee
for their tireless efforts in ensuring a smooth event, Our appreciation extends to all
supporters and confributors who havemade this conference possible. We are espedally
thankful to the researchers and presenters for their invaluable contributicns to
enthandng the lives of pets,

With over a century of experience in animal nutritien research, Purina is cormmitted
to pioneering petcare innovations Our global tearn of over 400 sclentists and experts,
along with our eight dedicated research and development centers and facilifies,
continues to lead way in advancing pet nutritien,

Through collaborations with researchers worldwide and innovative partmership in
acaderniaand industr v, we strive to drive breakthroughsin petcare, We look forward to
the opportunities for knowledge exchange and future collaboration at this conference,
Thank vou for jeining us in Helsinki, Your participation is crucial to driving scientific
progressin the field of pet genetics and genomics. Together, we can anticipate exciting
breakthroughs that will positively impact the lives of pets worldwide,

cincerely,
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Johnny Li, Fh.D Ebenezer Satyaraj, Fh.Dl
Seniol Principal Scientist Director of Molecular Mutrition
Mestlé Purina Besearch Mestlé Purina Fesearch




ICCFGG24

Conference Ethics

The International Canine and Feline Genetics and Genomics Conference
encourages sclentists to present and disaass preliminary data prior to scientific
publication. Presentation of research findings is & major factor for the success
ofthe conference, In orderto maintain conference integrity and participation,
we stress that information presented here should be treated as preliminary
worl and out of respect for the suthors, should only be used with the authors’
permission

In order to maintain the high quality ofthe conference wewouldlike to inform
all attendees of the following policies:

+  We ad that new information obtained at this conference will not be used,
for either research or comrmercial purposes, without permission from the
authors.

+  The abstracts in the conference program bocoldet cannot be cited,

+  Publication of studies presented here in peer-reviewed journals is of course
highly encouraged.

Ereaches of confidentiality and common sense ethics will ultimately interfere
with the pre-publication free flow of information and discussion expected of
our conference and endangers the spirtt of the conference.

We all thank you for your understanding and sttention to this matter




Ethics
Conference committees

Scientific organizing committee

Hannes Lohi, University of Helsinki, Finland
Jennifer Meadows, University of Uppsala, Sweden
Jeffrey Schoenebeck, Roslin Insitute, Scotland, UK
Christophe Hitte, University of Rennes, France
Greg Barsh, Hudson Alpha, US

Adam Boyko, Cornell University, US

Eva Furrow, University of Minnesota, US

Leigh Anne Clark, University of Georgia, US
Claire Wade, University of Sydney, Australia
Qinghong (Johnny) Li, Nestle Purina Research, US

Local organizing commilttee

Hannes Lohi, University of Helsinki and Folkhélsan Research Center
Marjo Hytonen, Folkhélsan Research Center and University of Helsinki
Mikko Peltonen, Faculty of Veterinary Medicine

Nanna Mourujarvi-Rosenldf, University of Helsinki

Confedent International

Presentation awards

The scientific organizing committee will select six graduate or postdoctoral
student talks and posters (3+3) for best presentation awards {250€ each) in the
conference.



Poster abstracts

#52
Mt-ND5 DNA variability in wildcats living in Central Italy Protected
Areas

Melissa Maini!, Chiara Polce?, Raffaella Milanesi®, Stefano Comazzi®, Roberto
Cazzolla Gatti', Maria Longeri’
‘University of Bologna, Dept. BiGeA , ?Ecology Consultant, Varese, *University of
Milan, Dept. Veterinary Medicine & Animal Science

Poster session 1

The European wildcat (Felis silvestris silvestris, Schreber 1777) is a medium-sized
felid distributed heterogeneously throughout Europe: from the Iberian Peninsula
to the Caucasus and up in north in Scotland. Despite the generally stable trend of
the population, it is included in the “strictly protected” species in Europe. In Italy,
the reserved behavior of this felid together with its small distribution, particularly
in the central regions of the peninsula, has prevented the collecting of data, hence
little is known about its demographic situation and genetic status. This study pro-
vides a preliminary view of the genetic variability of the Buropean wild cat, based
on 21 tissue samples of dead subjects neighboring or inside Central Italy Protected
Areas. These individuals were phenotypically classified as wildcats by experts (park
guards and/or veterinarians) and the DNA of their samples was extracted. Prelimi-
nary analyses on mitochondrial NADH subunit 5 (MT-ND5) by sanger sequencing
have been conducted. A total of four haplotypes have been identified having: 71%
a DW1 (Domestic Wildcat hybrid) haplotype, 14% a DW4 haplotype, 10% a W
{(Wildcat) haplotype and 5% (one individual) a D3 (Domestic) haplotype. Over-
all, the Haplotype diversity (HD) was 0.48095 with a Nucleotide diversity () =
0.00318 (computed using DNASP version 6.12.03). Furthermore, a meta-analysis
has been conducted by comparing these results with those reported by other au-
thors in these Ttalian regions. The results align, to some extent, with the reported
introgression of domestic cat genes into European wildcat populations, which is
occurring along with habitat loss and fragmentation.
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