. Université

28TH CONFERENCE OF THE EUROPEAN CETACEAN SOCIETY
Liege, Belgium 2014

5th-9th April 2014

"Marine mammals as sentinels of a changing
environment"

http://liege.europeancetaceansociety.eu

Organization

U_Universiteit UCL m museumD

Antwerpen
P UnlverSIté UNIVE&SITEH

catholique
de Louvain

de Liége



Poster code : eco-s

Variability of the mitochondrial control region in the
populations of the Black Sea harbour porpoise (Phocoena
phocoena relicta) in the Turkish Seas

Tonay Arda M.(1), Ozge Yazic1(2), Ayhan Dede(3), Sabri Bilgin(4), Oncii Maraci(5), Ayaka Amaha Oztiirk(6), Rasit
Bilgin(7)

(1) Istanbul University Faculty of Fisheries / Turkish Marine Research Foundation, Ordu Cad. No: 200, Istanbul,
Turkey.

(2) Institute of Environment Sciences, Bogazici University.

(3) Faculty of Fisheries, Istanbul University / Turkish Marine Research Foundation (TUDAYV).

(4) Faculty of Fisheries, Recep Tayyip Erdogan University.

(5) Institute of Environment Sciences, Bogazi¢i University.

(6) Faculty of Fisheries, Istanbul University / Turkish Marine Research Foundation (TUDAV).

(7) Institute of Environment Sciences, Bogazi¢ci University.

Black Sea harbour porpoises (Phocoena phocoena relicta) are endangered animals and the population structure needs to be
understood in order to elaborate effective conservation measures. Mitochondrial DNA sequences of 55 individuals of the
harbour porpoise sampled between 1999 and 2013 in the Turkish Black Sea coast (33 western, 13 eastern), Istanbul Strait
(2), Marmara Sea (5), Canakkale Strait (1) and Aegean Sea (1), revealed 14 polymorphic sites, resulting in 15 different
haplotypes. None of the haplotypes obtained in this study clustered with those of the Atlantic populations, consistent with
previous findings. The Black Sea haplotypes sequenced had been previously detected from the Black Sea coast of Bulgaria,
Ukraine, Georgia, and Turkey. Four haplotypes were recorded for the first time in Turkish waters. One haplotype which
had been previously detected in the Northern Aegean Sea (Greece) was detected for the first time in the Black Sea, in two
individuals. Six (4 western, 2 eastern part) unique haplotypes were found in the Black Sea samples. The most common
haplotype in our data set was recorded in one individual stranded in Bodrum (southern Aegean Sea), and also in the
Marmara Sea (4), Istanbul Strait (1) and Canakkale Strait (1), supporting the idea that harbour porpoises from the Black
Sea dispersed into the Aegean Sea through these straits. One of the samples from the Marmara Sea sequenced in this study
had the same unique haplotype as found in four individuals from the same sea in earlier studies, strengthening the
possibility of an isolated population in the Marmara Sea.
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